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Chronological Events of the Scamdemic:

August 7, 2019: The “mysterious” death of Dr. Kerry Mullis, inventor of the PCR (Polymerase
Chain Reaction) technique, 1993 Nobel Prize recipient in Chemistry.

Kerry Mullis on “fraud” Fauci and what is wrong with science :https://www.youtube.com/watch?
v=REOe7gj6x20

Kerry Mullis death: https://www.nytimes.com/2019/08/15/science/kary-b-mullis-dead.html

October 18, 2019: Event 201 in NYC, NY: Event 201 was a 3.5-hour pandemic tabletop exercise
that simulated a series of dramatic, scenario-based facilitated discussions, confronting difficult,
true-to-life dilemmas associated with response to a hypothetical, but scientifically plausible,
pandemic. 15 global business, government, and public health leaders were “players” in the
simulation exercise. Sponsored by the Bill and Melinda Gates Foundation, The WEF and Johns
Hopkins University. https://www.centerforhealthsecurity.org/our-work/exercises/event201/
about




Chronological Events of the Scamdemic
(cont’d):

November and December 2019: First “supposed” outbreak of the “Wuhan or “novel (fiction) virus” from ONE patient
(patient zero) tested in Wuhan, China. In actuality, Wuhan had 130,000 5G towers installed in October 2019, massive
winter smog, people smoking and a contaminated flu vaccine caused illness and death, NOT A FICTIONAL VIRUS

January 2020: Suddenly Italy becomes the “hub” of HUGE Covid 19 infections and institutes lock downs. 5G installed,
massive leather tanning industry pollution in Lombardy, heavy cig. smoking

February 2020: Iran becomes second county outside of China to become “another hub” of HUGE Covid 19 infections.
5G installed, massive smog and pollution and massive cig. smoking

January and March 2020: First “supposed” cases of SARS COV 2 (the virus) causing Covid 19 (the symptoms) seen in the
United States in an old home in Washington State. These old people were DELIBERATELY killed with overdoses of a drug
called midazolam and morphine and those deaths labeled as Covid to artificially produce Covid deaths. This was also
done in the UK to DELIBERATELY make up Covid cases. It was exposed in the UK.
https://expose-news.com/2022/01/19/death-document-uk-gov-murder-by-midazolam/

March 2020: WHO declared Covid 19 as a world-wide pandemic. Trump declares National emergency on March 13,
2020, says “two weeks to flatten the curve”




What “allegedly” Went Down in Wuhan
‘and Elsewhere Thereafter:

Apparently 198 people got sick from a seafood market (caused by a bat-pangolin virus) from pneumonia like
symptoms in Wuhan in December 2019, only one (patient zero) had their lung fluid aspirated. What about all the
others? Nothing, crickets. Getting lung fluid from ONLY ONE person is completely unscientific and frankly fishy
and suspicious.

In the hospital in Wuhan they then performed a genomic sequence on a small strand of RNA, 40 base pairs long
(how convenient) extracted from patient zero’s lung fluid, and then came up with a NOVEL, never seen virus
which magically went from 40 base pairs to 40,000 base pairs, uploaded the cobbled up “In Silico” aligned
DeNovo Frankenstein Genomic sequence of 40,000 base pairs on scientific databases all over the world like Blast
P (the database | used to gain access to the genomic sequence in my lab in April 2020).

Thereafter, suddenly in December 2019 a bunch of weird (FAKE) you tube videos were popping up with Chinese
people dropping dead on the street, bleeding from their mouths, shaking, trembling, having seizures etc. This
was followed by weird IDENTICAL FAKE you tube videos of people dropping dead and bleeding from the mouth
etc. in the streets of Tehran, Iran. The gas lighting and fear mongering of the west was COMPLETE. Then Orange
man Trump played his part and called in a National Emergency akin to medical martial law, which is still in effect
to this day.




WHO Instructs Corman and Drosten to
come up with PCR test for SARS COV 2:

® Drosten et al. Diagnostic detection of 2019-nCoV by real-time RT-PCR. 2020; 1-13.

® Per Drosten et al: They made the RT-PCR test based on an in-silico or computer based
genome NOT on an actual isolated, purified or characterized virus sample. They admit this
fact in the above paper: And | quote from their paper below:

® Background
“We used known SARS- and SARS-related coronaviruses (bat viruses from our own
studies as well as literature sources) to generate a non-redundant alignment (excerpts
shown in Annex). We designed candidate diagnostic RT-PCR assays before release of the
first sequence of 2019-nCoV. Upon sequence release, the following assays were selected
based on their matching to 2019-nCoV as per inspection of the sequence alignment and
initial evaluation.”



https://www.who.int/docs/default-source/coronaviruse/protocol-v2-1.pdf

The Scam Comes Apart Even More:

® The Corman, Drosten et al paper was further seen as absolutely flawed and the RT
PCR test that they came up with was proven to have at least 10 major flaws,
causing HUGE FALSE POSITIVES on the PCR test :

To make things worse, a group of scientists in India published a paper in early
February 2020 showing how the PUBLISHED GENOME by the Chinese sent out
world wide to every scientist had UNCANNY similarities to HIV. So how can a new
“novel” virus be similar to HIV? Simple: because the entire virus was fiction and
made on a computer called “in silico” through a process called alignment cobbling

up several genomes from several bacteria and viruses. These Indian scientists were
FORCED to RETRACT their published paper:



https://cormandrostenreview.com/report/
https://cormandrostenreview.com/report/
https://www.biorxiv.org/content/10.1101/2020.01.30.927871v2
https://www.biorxiv.org/content/10.1101/2020.01.30.927871v2

Virus Isolation, Purification and
Characterization:

® To prove a germ or a virus CAUSES a set of symptoms or a disease, you have
to show “gold standard proof” that the virus or bacteria exists, and second
that that germ actually CAUSES the disease or symptoms.

® Have the CDC, the FDA, the WHO or any scientific lab or academic lab
anywhere on this planet in the 2.5 years ever isolated SARS COV 2 (the virus)
that “supposedly” causes Covid 19 (the disease or symptoms)?

® The answer to that is: A BIG NO. Let me prove this....




- SARS COV 2 NEVER Isolated: Proof 1

® Christine Massey in Canada: [1] British Columbia’s Provincial Health Services
Authority (Canada) admits (to an FOI submitter who prefers not to be named) to
having no record describing isolation of “SARS-COV-2” by anyone, anywhere, ever:

[2] An updated “no records” FOI reply from the Public Health Agency of Canada
where someone is clearly unhinged from reality, admitting that the request “has

a”)

resulted in a “No Records Exist”” while insinuating that the problem is mine for
not accepting an oxymoron (“isolation in culture”) + useless PCR tests + wild
assumptions based on a wildly uncontrolled experiment as a substitute for actual
“SARS-COV-2” isolation:



https://www.fluoridefreepeel.ca/wp-content/uploads/2021/02/BC-PHSA-no-isolation-records-and-delaying-other-requests-F20-0844-redacted.pdf
https://www.fluoridefreepeel.ca/wp-content/uploads/2021/02/BC-PHSA-no-isolation-records-and-delaying-other-requests-F20-0844-redacted.pdf
https://www.fluoridefreepeel.ca/wp-content/uploads/2021/02/PHAC-follow-up-A2020000110-20210202-redacted.pdf
https://www.fluoridefreepeel.ca/wp-content/uploads/2021/02/PHAC-follow-up-A2020000110-20210202-redacted.pdf

'SARS COV 2 NEVER Isolated: Proof 2

® [3] “Hall of Shame”: An FOI request re “SARS-COV-2 isolation” submitted to
Germany’s Federal Ministry of Health by Michael S. on August 9, 2020
remains completely ignored by the Ministry:

® [4] [Expose published Jan 31, 2021 by Nobel Prize nominee Dr. Stefano
Scoglio and investigative journalists Torsten Engelbrecht and Konstantin
Demeter: Phantom Virus: In search of Sars-CoV-2



https://www.fluoridefreepeel.ca/wp-content/uploads/2021/02/German-Federal-Ministry-of-Health-ignored-FOI-request-redacted.pdf
https://www.fluoridefreepeel.ca/wp-content/uploads/2021/02/German-Federal-Ministry-of-Health-ignored-FOI-request-redacted.pdf
https://off-guardian.org/2021/01/31/phantom-virus-in-search-of-sars-cov-2/%233BACK
https://off-guardian.org/2021/01/31/phantom-virus-in-search-of-sars-cov-2/%233BACK

- SARS COV 2 NEVER lIsolated: Proof 3

® [5]Australia’s Commonwealth Scientific and Industrial Research Organisation —
CSIRO (“Australia’s national science research agency”) admits to having no record

describing the isolation of ANY virus on Australia’s national “immunization”
schedule, by anyone, anywhere, ever:

[6] New Zealand’s crown research institute, the Institute of Environmental Science
and Research once again equates “isolation” with culturing and this time admits to
having no record re isolation of “SARS-COV-1" or (once again) any “virus” on NZ’s
“Immunisation” Schedule. And, they simply ignored a query re isolation of any
“common cold coronavirus”:



https://www.fluoridefreepeel.ca/wp-content/uploads/2021/02/CSIRO-Immunisation-Schedule-Response-Redacted.pdf
https://www.fluoridefreepeel.ca/wp-content/uploads/2021/02/CSIRO-Immunisation-Schedule-Response-Redacted.pdf
https://www.fluoridefreepeel.ca/wp-content/uploads/2021/01/ESR-FOI-reply-schedule-SARS-common-cold.pdf
https://www.fluoridefreepeel.ca/wp-content/uploads/2021/01/ESR-FOI-reply-schedule-SARS-common-cold.pdf
https://www.fluoridefreepeel.ca/wp-content/uploads/2021/01/ESR-FOI-reply-schedule-SARS-common-cold.pdf

Virology: A “fraudulent” Field? YES

® So then the million dollar question is: How do virologists isolate, purify and
characterize a virus in the lab?

® The WRONG way to isolate, purify and characterize a virus that has been
followed since 1952 thanks to virologist John Enders and his FRAUDULENT
Polio virus isolation technique. In other words, virologists DO NOT really
isolate viruses at all....we will see how they isolate viruses (the WRONG AND
FRAUDULENT METHOD), versus the CORRECT way to isolate a virus.

® What is the REAL DEFINITION of ISOLATION? According to Merriam-Webster
(dictionary definition), the definition of ISOLATE: “Especially”: To separate
from another substance so as to obtain pure or in a free state.




The WRONG and FRAUDULENT way to
Isolate and Purify a Virus....

e

® Virologists have been de-frauding all of science since 1952 by doing isolation and
purification of a virus the WRONG WAY....this is how THEY do it...for Covid 19 as well....

1. Get a sample of lung fluid (from a process called aspiration) from a patient who has
tested positive for Covid through the BOGUS PCR test

2. Mix the lung fluid in FOREIGN TISSUE cultures of INFECTED Monkey kidney cells
called Vero 6 cells, plus human lymphoma (cancer) tissue or Hela (the immortal line
of cervical cancer tissue cells they obtained from a Black woman by the name of
Henrietta Lacks in the 1950’s from her tumor, hence the name: Hela)

3. Then add to this mix, toxic antibiotics such as Gentamicin, Amphotericin B,
Vancomycin and sometimes an anti-fungal like an azole drug




The WRONG and FRAUDULENT way to
~Isolate and Purify a Virus....Cont’d...

® 4. Then to this mix they further add foreign proteolytic (protein dissolving) enzymes like
trypsin, plus bovine calf serum as food for the cell culture.

® 5. Then this toxic mess is left to hang around in a petri dish for up to a week during which
time, the toxic soup starts disintegrating and the original human lung cells start breaking
apart as they are being starved (as they are now outside the body), poisoned by the
antibiotics, the anti fungals, the infected monkey kidney cells and the cancer cells that were
added in there. The trypsin starts to erode the protein layer from cells and the calf serum
was used as temporary food for the lung cells otherwise they would die within hours. What is
observed by these virologists at this point is that the POISONED HUMAN LUNG CELLS are
breaking down completely and they observe these tiny tiny particles coming out of the
BROKEN DOWN HUMAN LUNG CELL WALLS under a scanning electron microscope at x12,000
magnification. These tiny particles which are actually human cellular debris, is what
virologists “fraudulently” call VIRUSES.




The WRONG and FRAUDULENT way to
~Isolate and Purify a Virus....Cont’d...

® 6. Once they observe these tiny particles come out of the poor poisoned cell, they
immediately name it a virus. No further biochemical tests are done to see what the
chemical composition of these tiny particles is: by logic of a 6 year old, we can
conclude that the CYTOPATHIC effects (fancy word for cell poisoning by toxic
substances) could produce all sorts of concoctions, like antibiotic residue, fungal
residue, cancer cell residue, calf bovine serum residue, pretty much anything EXCEPT
AN ISOLATED VIRUS.

7. To make matters even more anti-scientific, no control studies are run parallel to
the isolation procedure described above. This toxic soup is then injected into a poor
animal like a mouse or ferret to see the effects on that animal. If the animal dies,
they say the virus caused the death, hence the virus is DEADLY. By what logic is this
ISOLATION OR PURIFICATION FOLKS? NO it is not, it is pure FRAUD.




The 5 FRAUDULENT Papers that Supposedly
Isolated and Purified SARS COV 2:

The FIVE references to initial ANTI- scientifically peer-reviewed papers that started escalating this FRAUD are as
follows by doing the isolation and purification the WRONG WAY: Please see the methodology sections of each
paper

1. Zhou, P,, Yang, XL., Wang, XG. et al. A pneumonia outbreak associated with a new coronavirus of probable bat
origin. Nature 579, 270-273 (2020). https://doi.org/10.1038/s41586-020-2012-7

2. Na Zhu et al. A Novel Coronavirus from Patients with Pneumonia in China, 2019. N Engl J Med 2020; 382:727-
733. https://doi.org/10.1056/NEJM0a2001017

3. Jeong-Min Kim et al. Identification of Coronavirus Isolated from a Patient in Korea with COVID-19. Osong Public
Health Res Perspect 2020;11(1):3-7. https://doi.org/ 10.24171/j.phrp.2020.11.1.02

4. Drosten et al. Diagnostic detection of 2019-nCoV by real-time RT-PCR. 2020; 1-13.

5. McMaster University, Canada: https://brighterworld.mcmaster.ca/articles/i-study-viruses-how-our-team-
isolated-the-new-coronavirus-to-fight-the-global-pandemic/



https://www.who.int/docs/default-source/coronaviruse/protocol-v2-1.pdf

The CORRECT and SCIENTIFIC Way of
~ Isolation, Purification and Characterization:

Prior to 1952 and John Enders and his Polio virus isolation and vaccine fraud, virology was
somewhat of a SOBER field, and | say this very very cautiously. Only my lab and 6 other
labs that | personally know of in the United States or anywhere else on this planet have
isolated, purified and characterized the lung fluids of supposed “Covid positive”
patients in the CORRECT SCIENTIFIC METHODOLODY, which | will describe below:

The CORRECT and SCIENTIFIC methodology to ISOLATE AND PURIFY a Virus or any germ
for that matter:

1. Extract the lung fluid from a patient through aspiration, who has tested positive for
Covid 19 WITH or WITHOUT the BOGUS PCR test. Our lab had already acquired the Covid
positive samples before hand in a large batch of 1500 samples from Southern California,
so we did not have to perform the lung aspirations.




The CORRECT and SCIENTIFIC Way of
~ Isolation, Purification and Characterization:

® 2. The UNCONTAMINATED lung fluid is put through either a gravity filtration process with
filtration papers that are “qualitative” in nature (meaning having very small pores, so that larger
particles are trapped in the filter paper, while the smallest particles end up in the borosilicate
flask at the bottom in the liquid collected called the filtrate), or a vacuum filtration process.
The vacuum filtration process is faster as vacuum is used to filter out all impurities such as
larger particles such as cellular debris, bacteria, fungi etc., leaving only the smallest particles.

3. The filtrate collected in the flask is then run through the density gradient centrifugation
process, whereby the filtrate is poured into a test tube along with silicon beads and either a
sucrose (sugar) based or cesium chloride based solution. The whole test tube is then spun at
very high speeds to separate out the microorganism or “virus” in this case. We see several
density layer bands forming in the test tube after the centrifugation process, and the layer that
is considered isolated as virus particles at a density of 1.16 ng/I is then micro-pipetted out on
to a sterile petri dish using an instrument called a micro-pipetter.




The CORRECT and SCIENTIFIC Way of
~ Isolation, Purification and Characterization:

® 4. Once you micro pipette the “viral” particles onto a sterile petri dish, they need to be
bio chemically analyzed and genetically sequenced either through a process called

Sanger sequencing or a DNA extraction process called Maxam Gilbert DNA sequencing.
The particles should also be seen under a scanning electron microscope to make sure
they are of uniform size, shape and structure. This whole process is called the isolation,
purification and characterization of a microorganism.

5. There is the next step of causation studies which is the GOLD STANDARD of this entire
protocol. The causation method is where you have to prove without a shadow of doubt
that the extracted and genetically sequenced particles above CAUSED THE EXACT SAME
SYMPTOMS, not similar, but exact symptoms in a healthy animal, as is seen in the
original diseased host, which can be any animal or human. This causation study is done
via a methodology called the 4 Koch’s Postulates.




4 Koch’s Postulates: Causation Studies

The “Henle-Koch” postulates: First formulated by the German pathologist Friedrich Gustav Jacob Henle
(1809-1885) and adapted and modified by his pupil the German bacteriologist Robert Koch (1843-1910),
these are four criteria that are the “gold standard procedure” to confirm the causal relationship of a
pathogenic organism to a specific infectious disease.

The 4 postulates are: https://en.wikipedia.org/wiki/Koch's_postulates#:~:text=Koch%27s%20postulates
%20are%20the%20following%3A%201%20The%20microorganism,introduced%20int0%20a%20healthy
%200rganism.%20More%20items...%20

1. The microorganism must be found in abundance in all organisms suffering from the disease, but should not
be found in healthy organisms.

2. The microorganism must be isolated from a diseased organism and grown in pure culture.
3. The cultured microorganism should cause disease when introduced into a healthy organism.

4. The microorganism must be re-isolated from the inoculated, diseased experimental host and identified as
being identical to the original specific causative agent.




The CORRECT and SCIENTIFIC Way of
~ Isolation, Purification and Characterization:

® |n addition to the GOLD STANDARD of the 4 Koch’s Postulates in proving that the
microorganism that was the one causing the DISEASE, we also have to conduct CONTROL
studies, where mice or ferrets are injected with a saline solution. Virologists in labs all
over the world always conveniently forget the control studies in conjunction with the
sham isolation, purification, characterization and causation studies they routinely
conduct.

A correctly and scientifically isolated and purified virus should have an INTACT genome
of between 30,000 to 40,000 base pairs, NOT the 40 base pairs the Wuhan scientists
purportedly found which they called the “NOVEL”. There are 4 base pairs, also called
nucleic acids, these are: Adenine (A), Thymine (T), Cytosine (C) and Guanine (G). Adenine
always pairs with Thymine and Cytosine always pairs with Guanine. In RNA viruses such
as the SARS COV 2 corona virus, the Thymine is replaced by a nucleic acid called Uracil.




Virology, Adding Insult to Injury, Part 2:
River’s Criteria Circa 1937:

More fraud from virologists...cannot meet Koch’s Postulates, so they modify them. They came up with something
called River’s Criteria in 1937.

® These postulates were proposed by Thomas M. River in 1937 to establish the role of a specific virus as the cause
of a specific disease. These postulates are the modifications of Koch’s postulates.

1. The viral agent must be found either in the host’s (animal or plant) body fluids at the time of disease or in cells
showing lesions specific to that disease.

2. The host material with the viral agent used to inoculate the healthy host (test organism) must be free of any
other microorganism.

3. The viral agent obtained from the infected host must Produce the specific disease in a suitable healthy host,
and/or Provide evidence of infection by inducing the formation of antibodies specific to that agent.

4. Similar material (viral particle) from the newly infected host (test organism) must be isolated and capable of
transmitting the specific disease to other healthy hosts.

https://paramedicsworld.com/virology-notes/introduction-to-virology-rivers-postulates/medical-paramedical-
studynotes




My lab Isolation, Purification,
~ Characterization and Causation findings:

In mid April 2020, | was contacted by the Principal Investigator (chief scientist of the
lab | previously had worked in. I’'m keeping all lab names and locations private due to
security issues), saying they had received 1,500 Covid positive samples from all over
Southern California and they needed to be stringently tested via isolation, purification
etc. We had received a HUGE $1.5 million grant from the NIH which was to be used for
the isolation of the NOVEL.

| agreed to do the studies, provided | was given FREE RANGE to do the isolation,
purification, characterization and causation studies according to my previous training
in pathology and microbiology as a clinical lab scientist, not by virology standards of
testing. After much back and forth, the Principal Investigator (Pl1) RELUCTANTLY agreed.




My lab Isolation, Purification,
~ Characterization and Causation findings:

20 lab members headed by me as the senior lab scientist commenced the isolation,
purification, characterization and causation studies on these 1500 samples in late
April 2020 in the same EXACTING and SCIENTIFICALLY ACCURATE manner as l've
described in previous slides. These studies finally ended in September 2020 as we
did the studies in 3 separate batches as our lab PI (Principal investigator) insisted we
did. After the first attempt, all we found was decomposing HUMAN cellular debris
(that is what a VIRUS REALLY IS). We found identical results in the next two attempts.
The Pl made us do 3 rounds of testing using the lame excuse of cross contamination
and poor scientific protocols in the lab.

As far as the causation studies with the 4 Koch’s Postulates go, we used ferrets as our
subjects and had ferrets for the control groups as well. The control group of ferrets
was injected with a saline solution.




My lab Isolation, Purification,
~ Characterization and Causation findings:

® After 3 rounds of extensive testing, we found only HUMAN cellular debris, there was no sign
of an INTACT 30,000 to 40,000 base pair virus or anything even remotely close to the “In
Silico” genome of the SARS COV 2 virus after all the biochemical analysis was performed.

® |n fact, the ferrets that were injected with the isolated, purified SARS COV 2 positive
samples, were in excellent shape. They never experienced fevers, runny noses, bilateral
pneumonia or hypoxia (lack of oxygen) like symptoms that the human counterparts who
were Covid positive were experiencing. The only small side effect we noticed was that 10 of
the injected ferrets lost some fur on their tail, other than that no issues. In fact, they were
extremely active, had great appetites and some even put on weight. These are NOT
characteristics of any sickness | would recognize. And remember! The test subjects have to
show the same exact symptoms of disease as the infected humans the samples came from
according to Koch’s Postulates.




My lab Isolation, Purification,
~ Characterization and Causation findings:

® These results were then discussed with SELECT other university labs across
the country, after which, 6 other university labs decided to replicate our
studies with the same exact methodology as we had followed in our lab. The
Result: They found what we found: human cellular debris, no trace of any
virus remotely close to SARS COV 2.

® The 7 labs (including our lab), 6 of which are in California and one on the
east coast decided to contact the CDC regarding our findings. The chilling
reception we got from Robert Redfield (The hook nosed Gnome, Fauci’s
colleague and Trump appointee as CDC director) was not surprising for me,
but was mind boggling for most of the other scientists.




My lab Isolation, purification,
characterization and causation findings:

Redfield over a 2.5 hour Zoom call came straight to the point. He said just call it SARS COV 2, | don’t care what
you found. If you don’t call it SARS COV 2, you will never have a job again, never work in a lab again, your labs
might lose all funding and might just get closed down. We all declined to go along. Our lab decided to publish
our findings and as of today, 21 journals have officially chickened out and refused to publish us. This includes
prestigious journals like Nature, Science, Plos One, DMJ (Danish Medical Journal) etc.

Over a two month period from June 2020 to early August 2020, we urged the CDC to send us just one isolated,
purified sample of SARS COV 2. First they said they could not, then they said they had no sample to send and
then after the 2 month mark of constant badgering, they would just hang up on us. All e-mail requests
regarding overnighting us a sample of SARS COV 2 went on deaf ears and was completely ignored. We became
pariahs.

Our lab was raided by the FBI in late April 2021. All computers, drafts, paperwork etc. were confiscated and
probably destroyed. Fortunately, we had saved and backed up all drafts and paperwork. Two members of my
lab apparently committed suicide one in August 2021 and one in early February 2022, which is utter nonsense.
At present, one of my post doc colleague from my former lab is trying to privately publish our findings. Another
lab in California who had participated in the isolation study was also raided in the same time frame as our lab.




Conclusion:

There is no virus called SARS COV 2 (I've just proven this with the most accurate scientific
methodology of isolation and purification, using their own techniques and GOLD STANDARDS) that
causes Covid 19. Hence there is no Covid 19, no variants, no Gamma variant, no Delta variant, no
Omicron variant, no Monkeypox virus (is however a direct effect of the Covid jab, not a new virus)
or any of the other crap and BS they’re trying to shove down your throat.

Their own criteria of isolation and purification done the wrong way implicates them. Not only
that, they’ve FAILED MISERABLY to meet the 4 Koch’s Postulates and their own “modifications” of
the River’s Criteria.

And last but not least, they’ve done such a shoddy job of the “In Silico” (computer generated)
SARS COV 2 genome that even conventional Indian researchers in February 2020, found suspicious
HIV spike proteins in the genome, and were consequently forced to retract their really fantastic
paper. How do you find HIV spike proteins in a “NOVEL” virus genome? You don’t folks. It’s called
FRAUD. It was all made up on the COMPUTER.




Please follow ONLY these Doctors,
Scientists and Websites:

Dr. Tom Cowan M.D.: His website:

Dr. Tom Cowan, M.D.: Bitchute channel:

Dr. Andrew Kaufman, M.D.: his website:

You can find Dr. Andrew Kaufman on Bitchute as well

Dr. Stefan Lanka, German virologist, PhD, who completely obliterates virology, the virus and most of biology

Dr. Samantha and Mark Bailey: Husband and wife team of medical doctors from New Zealand: their website:

Dr. Samantha Bailey’s you tube video channel:
Bitchute channel called Spacebusters:

Website called Viroliegy: https://viroliegy.com/



https://drtomcowan.com/
https://drtomcowan.com/
https://www.bitchute.com/channel/CivTSuEjw6Qp/
https://www.bitchute.com/channel/CivTSuEjw6Qp/
https://andrewkaufmanmd.com/
https://andrewkaufmanmd.com/
https://drsambailey.com/
https://drsambailey.com/
https://www.youtube.com/c/DrSamBailey/featured
https://www.youtube.com/c/DrSamBailey/featured
https://www.bitchute.com/channel/spacebusters/
https://www.bitchute.com/channel/spacebusters/

What to expect in the Next Few Power
_Point Presentations:

Power Point Presentation # 2: The PCR test and the masks: What is the PCR, what is it
used for and why masks are useless and very harmful for health.

Power Point Presentation # 3: Presenting a COMPLETE and ACCURATE analysis of all
the Covid 19 kill shots circulating on the planet currently. These are: American shots:
Pfizer, Moderna, Johnson & Johnson, and Novavax. The Chinese shots: Sinopharm and
Sinovac. The Russian shot: Sputnik V. The UK shot: AstraZeneca. The Indian shot:
Covishield. What are the REAL contents of these shots? Hint: It’'s not mRNA or any
Spike protein. All of them contain the same platform, ie: They all contain the
IDENTICALLY SAME ingredients as one another.

Power Point # 4: Completely DEBUNKING Germ Theory: It is a MYTH that bacteria and
fungi cause disease. It is a myth that viruses even exist and cause disease.




